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ABSTRACT
We first give some experimental evidences of the difference rate on the length of the
repeats of a string 19 found using the factor oracle of p. We Show then how to improve
the length of the repeats. Examples of improvements are given for finding repeats in
genomic sequences and using repeats for data compression.

Keywords: String algorithms, computational biology, factor oracle, repetitions, data
compression

1. Introduction
Finding repeats in strings is of great interest in areas such as bioinformatics and data
compression. There exist exhaustive methods to find all the repeats in a string (see
[2, 4] and [9]). The new challenge consists in dealing with huge strings such as those
generated in computational biology. In [6] we introduced an on-line linear heuristic
method to compute repeats in a string p using the factor oracle of 19. We also showed
that this method is very useful when applied on genomic sequences. However this

. 1Full version of a lecture presented at the Thirteenth Australasian Workshop on Combinatorial
Algorithms (Kingfisher Bay Resort, Fraser Island, Queensland, Australia, July 7—10, 2002).
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